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Match Results - Regular Match Program

Back to Menu | Select different match {option=s] | Show Summary | Match on incomplete twvpings

Recipient I: 9999 La=t name: pacient First name:

Search determinants: A: 25, 33 B: 14, 18 DR: 15, 12

m HLA-C considersed m HLA-DO considered s Extended sorting on DREB1L

-y B i DRBA OB Reg
25 33 14 183 T 15 12 0502 0402
Potentially (Allele) Matched:
25 RS e 180 18 15 0DEWY 12:FZ48 U=
25K 23 1.8 W0 180 150 120 Iz
25 33 14 18 15K 120K C=2
HLA-DR AllelesSplit Antigen Mis matched:
25:01:01 32301 14:02:01 18:RRG 15:01:01 11:01:01 PL32
25:01 2301 14:02 12:RRG 15:01 14 0.4 U=
25:01 23201 14:02 18 DUF ™" 15:01 14203 U=
25:01 I3 14:02 180 15:01 11008 U=
25:01 I3 14:02 1830 15:01 141:01 U=
25:01 B 148 K0 18K 15:01 1404 U=
25:01 23DWVH 1402 18 AESU 16:AE 12:=F U=
25:01 I3 180 1830 15:STF 11:HEE U=
25:01 B 148 K0 18K SAST 11:KEE U=
25 33 14 18 1S UTR 11:HC U=
25 33 14 12 15: 53 110K U=
25 323 14 12 15 AFRM 11:RR U=asq
25 33 14 18 15 20E 1T1nARX U=
10 33 14 18 15 A0E 11:APB U=
25 I3 180 1830 150 A |
250 B 148 K0 18K 15 o e B =
25 33 14 18 1560 o e B C=2
2= 23 85 12 15 11 =B

Registry Code Information:

CS52: Czechia-Central BMDR FLZ: Poland-ALF MDR
SEB: UK -Anthonw Molan Usal: Usa-MMDP
IL: l=rask-Hada=s=ah Usad: USsas-Gift of Life

ILZ=E: I=Erasl-Ezer Mizion
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HLA (=Human Leukocyte Antigen)

« Rozsahly komplex genu (6p)

» Tyto geny koduji bilkoviny, ktere hraji
zcela zasadni roli v imunitnim systemu

* Nejvariabilnejsi a nejpolymorfnejsi system

* Vice jak 4400 alel a denne jsou
popisovany alely nove



HLA a vyhledavani darce

» Klicovym procesem pred transplantaci je
vyhledani optimalniho darce

» Zcela zasadnim pozadavkem je mira
shody mezi pacientem a darcem

 Hlavnich transplanta¢nich znaku je 10
5 genu: HLA-A, B, C HLA-DRB1, DQB1
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HLA a vyhledavani darce

m HLA-C considered m HLA-DO) considered m Extended =zorting on DRBE1
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Metody HLA typizace
2 PCR SSP (sequence specific primers)
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[<645-10-61_HLAB_3R_HO8 [+645-10-61_HLAE_&F_A03
§45-10-G1_HLAB aF 05 [<645-10-G1_HLAE_4R_B03

(CHAYARVEAYGY YRS DAKTCNVAVRRNEKVEMNS BDTGSRBRRARCARGAGRERCEDEVDYUYY u\:ASNVRVDERHWDGRHSDNSAUi

ICGACAGCGACGCCGCGAGTCCGAGAGAGGAGCCGCOGECGCCGTCEATAGLGCAGGAGEGGC COGAGTATTGOGACCGCAACACACAGATCTTC AL
R
ICGACAGCGACGCCGCGAGTCCGAGAGAGGAGCC GCOGECGCCGTGEATAGLGC AGGAGEGGC COGAGTATTGOGACC GGAACACAC AGATCTTC AL
[ T T T T T T I
£45-10-G1_HLAB_2F EDS

Ay 67 C: 73 G: B6 T: 36

[CGACAGCGACGCCOUGATTCCGAGAGAGGAGCCGCTROCG0CGTORATAGACAGGAGERGCCOEAGTATTGOGACCGGLACACACAGATCTTCAL
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SBT

Neni nezbytné sekvenovat cely gen...

HLA I. tfida: exon 2, exon 3, (exon 4)

SP (VA o2 [vic] ™ CP CP CP
5 [ ML 13 " = 3
-D—2?0 bp 276 bp 276 bp |_] H T cel
E1 E2 E3 E4 E5 E6 EV ES8
| variable region conserved region t H Tcell receplor
3,5 kb ,
Gz g™ By Ll\J_ 0
i MHC class | . U:' [ l MHC class Il
HLA Il tfida: exon 2, (exon 3) ﬂH- 2 b BL 0,
=l
SP B1 p2 ™ CP
5_'_+(15§0 270 bp 282 bp 111 E_ el K APC
E1 E2 E3 E4 E5 EB6
variable region conserved region
14,5 kb



SBT

Izolace DNA Detekce Uuspésnosti PCR
FETE PCR amplifikace
Mereni ‘ amplifikace ‘ ——
koncentrace EtBr agarozovy gel
DNA
Dokumentace
Cisténi
amplifikacniho
DNA analyza produktu

HLA software 1
Cisténi o
Sekvenator - sekvenacniho - Se:'(::l?::m
produktu



]
Sequencing - [DKMZ919 - |E|§|
|4 File Edit Reports Update Yiew ‘Window Help
T 1 W 0 A e
Exon 2 Exon 3 Exon 4

-2098-10 HLALL ZF |
<2098-10_HLLL ZFR

~2098-10 HLAL 3F HO3
<2098-10_HLRAL 3R_A04

>2098-10 HLLL 4F B0
<2098-10_HLRAL 4R_C0%

INGT/4 2.26 2010-01-15 [171....... ... ... coi.......211.......220.......230. ... ...240. .. ... B5L......
Base 116 (188)
Exon 2 115 C [RIAS=A! A B EEEE B [Tl | .
2098-10 cGTGCGGTTCG.r;cAc-cGA-:GCcGCGAGCCAGARGATGGAGCCGCGGGCGCCGTGGJ;TAGAGCAGGAGGGGCCGGJ;GTATTGGGACSAGGA
2095-10 B L e T T T e R e e N o
2100-10 Cy CGTGCGGTTCGAC AGCGACGCCGCEAGCCAGARGATGGAGCCGCGGGCGCCGTGEATAGAGCAGGAGGGGCCGEAGTATTGOGACSAGGAG A701010101 [4%24020102L | 821 o o
210110 DRB [T OO TR T O LT O T O LTI T T[T ITTT | *oto1050zn | asza0z0101 | eza] o o
2098-10 HLALL 2F FO3 170101010zN|A%24020102L] 821 o ©
R 236 C: 232 G: 247 T: 131 AF0113 172445 521 o o
170125 152487 546 275 O
170130 172417 546 o o
4701010101 [A*240202 54 275 1
1701010101 |A*240203 521 o 1
4701010101 [A*240204 gz1 o 1
CGTGCGGTTCGAC AGCGACGCCGCEAGCCAGARGATGGAGCCGCGGGCGCCGTGEATAGAGC AGGAGGGGCCGGAGTATTGGGACSAGGAG 4701010101 | A¥240205 546 275 1
LTI LI L L LTI T T[T TIT T[T [1]|aoto0s05 [azaozos | ees| — o
20098-10 HLALL 2B 002 Rew A*01010101 |A%Z40207 821 0 1
L: 180 C: 265 G: |260 T: 154 A%01010101 |4*240208 545 275 1
4701010101 [4¥240209 54| 275 1
1701010101 [4¥240210 521 o 1
4701010101 [A*240211 s46] 275 1
1701010101 [A*240212 s46] 275 1
1701010101 [A%240213 821 o 1
1%01010101 [4*240214 546 275 1
A%01010101 [A#240215 s4s] 275 1
1701010101 [4*240216 521 o 1
4701010101 [A*240217 gz1 o 1
# A¥01010101 |A*Z40218 548 275 1
@...m..@..ﬁ. 4701010101 [A*240213 54| 275 1
1701010101 [4¥240220 521 o 1
@@@.Ir\’laster [E BES 1701010101 |A*240221 548] 275 1
el 1701010101 [A*z40222 sas| 275 1
ITIW Y H e ot =S m 4+01010101 |4#240223 546 275 1
‘KD B NIz =[] L*01010101 |A7240224 546 275 1
El x 1701010101 [4¥240225 s46] 275 1
1701010101 [A¥240226 54| 275 1
AxmAndndnd AEANTTT cng a2nc 1




Cisténi sekvenaéniho produktu

« Ethanolova precipitace
« Kolonky
» Agencourt CleanSEQ




{ Agencourt
CleanSEQ

Ethanol

Agencourt CleanSEQ

L, Binding

Separation

& i v i

g

Magne

Ethanol YWash Elution Buffer

 § ¥
e R
WL ret : Magnet d
4 5

Transfer

] .:‘
[ '.Hi'.F

Y —a



Biomek 3000

TGO TTCGAC MGG AT GCC G GAGCC AGARGAT GG AGCC G GG GUGCC TG AT AGAGT MGG A GGG G C GG LG TAT TGGGACS A,

TR T TG A AG G GC OGO G AGC CAG ARG AT GG AGC G GGG GO T ATAGAGC LG A GGG CC GG AGTAT TG AT MGG,

2098-10_HLAL 2F FO3
L 236 C: 232 G: 247 T: 131

A s,

TG TTCGACAGC AL GUCGCGAGT CAGARGAT GG AGC C G GGG GUC G TG ATAGAGC MGG AGGGGCCGGAGTATTGGGACI GG,

2098-10 HLAL 2R GO3 Rev
L: 189 C: 265 G: 263 T: 184
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Nejspolehlivejsi a nejpresnejsi HLA
typizacni metoda

Nove alely

N BN ¥

automatizace

Rostouci pocet alel-pouze "update” HLA
databaze ("vecna sekvence")
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